SEQUENCE LISTING
(1) GENERAL INFORMATION:

(i) APPLICANT: Cantor, Charles R
Koster, Hubert

(ii) TITLE OF INVENTION: Solid Phase Sequencing of Biopolymers by
Mass Spectrometry

(iii) NUMBER OF SEQUENCES: 31

(iv) CORRESPONDENCE ADDRESS:
(A) ADDRESSEE: Heller Ehrman White & McAuliffe
(B) STREET: 4250 Executive Square, Suite 700
(C) CITY: La Jolla
(D) STATE: Ccalifornia
(E) COUNTRY: US
(F) ZIP: 92037

(v) COMPUTER READABLE FORM:
(A) MEDIUM TYPE: Floppy disk
(B) COMPUTER: IBM PC compatible
(C) OPERATING SYSTEM: PC-DOS/MS-DOS
(D) SOFTWARE: PatentIn Release #1.0, Version #1.25

(vi) CURRENT APPLICATION DATA:
(A) APPLICATION NUMBER:
(B) FILING DATE:
(C) CLASSIFICATION: US
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(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/420,009,
(B) FILING DATE: 11-APR-1995
(C) CLASSIFICATION: US

(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/419,994
(B) FILING DATE: 11-APR-1995
(C) CLASSIFICATION: US

(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/470,835
(B) FILING DATE: 06-JUN-1995
(C) CLASSIFICATION: US

(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/470,716
(B) FILING DATE: 06-JUN-1995
(C) CLASSIFICATION: US

(viii) ATTORNEY/AGENT INFORMATION:
(A) NAME: Remenick, James
(B) REGISTRATION NUMBER: 36,902
(c) REFERENCE/DOCKET NUMBER: 16865-0167

(ix) TELECOMMUNICATION INFORMATION:
(p) TELEPHONE: 202-639-7700
(B) TELEFAX: 202-639-7890

(2) INFORMATION FOR SEQ ID NO:1:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 15 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)



(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:1:
TCGAGAACCT TGGCT
(2) INFORMATION FOR SEQ ID NO:2:
(i) SEQUENCE CHARACTERISTICS:
(p) LENGTH: 18 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2:
CTACTAGGCT GCGTAGTC

(2) INFORMATION FOR SEQ ID NO:3:

(i) SEQUENCE CHARACTERISTICS:
() LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
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(ii) MOLECULE TYPE: DNA (genomic)

e

b

(iii) HYPOTHETICAL: YES

o

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3:
GATGATCCGA CGCATCAGAG CTC
(2) INFORMATION FOR SEQ ID NO:4:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4:

GATGATCCGA CGCATCAGAG CTT
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(2) INFORMATION FOR SEQ ID NO:5:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 24 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5:
GATGATCCGA CGCATCAGAG CTCT
(2) INFORMATION FOR SEQ ID NO:6:
(i) SEQUENCE CHARACTERISTICS:
() LENGTH: 24 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6:
GATGATCCGA CGCATCAGAG TTCT
(2) INFORMATION FOR SEQ ID NO:7:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7:
GATGATCCGA CGCATCAGAG CTA
(2) INFORMATION FOR SEQ ID NO:8:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
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(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8:
GATGATCCGA CGCATCAGAG CCC 23
(2) INFORMATION FOR SEQ ID NO:9:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9:

GATGATCCGA CGCATCAGAG TTC 23

(2) INFORMATION FOR SEQ ID NO:10:

. (i) SEQUENCE CHARACTERISTICS:
5§ (A) LENGTH: 23 base pairs
[ (B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

&
= (ii) MOLECULE TYPE: DNA (genomic)
= (iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:10:
GATGATCCGA CGCATCAGAA CTC 23
(2) INFORMATION FOR SEQ ID NO:11:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
() STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:11:

GATGATCCGA CGCATCAGAG ATC . 23



(2) INFORMATION FOR SEQ ID NO:12:
(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:12:
GATGATCCGA CGCATCAGAT ATC
(2) INFORMATION FOR SEQ ID NO:13:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13:

GATGATCCGA CGCATCAGAT ATT
(2) INFORMATION FOR SEQ ID NO:14:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14:

GATGATCCGA CGCATCAGCT GTG
(2) INFORMATION FOR SEQ ID NO:15:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
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(iidi) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:15:
GATGATCCGA CGCATCACTC AAC
(2) INFORMATION FOR SEQ ID NO:16:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 22 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16:
GATGATCCGA CGCATCAGAT GT
(2) INFORMATION FOR SEQ ID NO:17:

(1) SEQUENCE CHARACTERISTICS:

= (A) LENGTH: 23 base pairs
HE (B) TYPE: nucleic acid

;; (C) STRANDEDNESS: single

(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

= (iii) HYPOTHETICAL: YES
'::: (iv) BANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:17:
GATGATCCGA CGCATCAGCC TAG
(2) INFORMATION FOR SEQ ID NO:18:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iidd) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:18:

GATGATCCGA CGCATCAGTC GAC
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(2) INFORMATION FOR SEQ ID NO:19:
(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:19:
GATGATCCGA CGCATCACAG CTC 23
(2) INFORMATION FOR SEQ ID NO:20:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)

(iid) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

=
S

= (xi) SEQUENCE DESCRIPTION: SEQ ID NO:20:
L3
GATGATCCGA CGCATCAAGG CCC 23

=

e

(2) INFORMATION FOR SEQ ID NO:21:

u
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(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

v

(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:21:
TTACACCGGA TCGAGCCGGG TCGATCTAG 29
(2) INFORMATION FOR SEQ ID NO:22:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 21 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)



(iidi) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1) SEQUENCE DESCRIPTION: SEQ ID NO:22:
GGATCGACCG GGTCGATCTA G
(2) INFORMATION FOR SEQ ID NO:23:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23:
AGCTGCCGGA TCGRAGCCGGG TCGATCTAG
(2) INFORMATION FOR SEQ ID NO:24:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 15 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
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(ii) MOLECULE TYPE: DNA (genomic)

T

(iii) HYPOTHETICAL: YES

3 el

(iv) ANTI-SENSE: NO

i

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:24:
TCGAGAACCT TGGCT
(2) INFORMATION FOR SEQ ID NO:25:
(i) SEQUENCE CHARACTERISTICS:
(p) LENGTH: 14 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY : linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:25:

CCGGGTCGAT CTAG



(2) INFORMATION FOR SEQ ID NO:26:
(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 24 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:26:

CCGGATCARG CCGGGTCGAT CTAG 24
(2) INFORMATION FOR SEQ ID NO:27:
(i) SEQUENCE CHARACTERISTICS:
(p) LENGTH: 19 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
H (iii) HYPOTHETICAL: YES
;; (iv) ANTI-SENSE: NO
2
H (x1i) SEQUENCE DESCRIPTION: SEQ ID NO:27:
é% TCAAGCCGGG TCGATCTAG 19
:? (2) INFORMATION FOR SEQ ID NO:28:
]
= (i) SEQUENCE CHARACTERISTICS:
= (A) LENGTH: 16 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES
(iv) ANTTI-SENSE: NO
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:28:
16

AGCCGGGTCG ATCTAG
(2) INFORMATION FOR SEQ ID NO:29:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 16 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)



(iidi) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:29:
TAAAACGACG GCCAGG
(2) INFORMATION FOR SEQ ID NO:30:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 14 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iid) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30:

AAAACGCGGC CAGG
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(2) INFORMATION FOR SEQ ID NO:31:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 17 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY : lineaxr

i
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(ii) MOLECULE TYPE: DNA (genomic)

(1ii) HYPOTHETICAL: YES

i

(iv) ANTI-SENSE: NO

s

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:31:

GTARAACGAC GGCCAGT
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SEQUENCE LISTING
(1) GENERAL INFORMATION:

(i) APPLICANT: Ccantor, Charles R
Koster, Hubert

(ii) TITLE OF INVENTION: Solid Phase Sequencing of Biopolymers by
Mass Spectrometry

(iii) NUMBER OF SEQUENCES: 31

(iv) CORRESPONDENCE ADDRESS :
(p) ADDRESSEE: Heller Ehrman White & MchAuliffe
(B) STREET: 4250 Executive Square, Suite 700
(C) CITY: La Jolla
(D) STATE: california
(E) COUNTRY: US
(F) 2ZI1IP: 92037

(v) COMPUTER READABLE FORM:
() MEDIUM TYPE: Floppy disk
(B) COMPUTER: IBM PC compatible
<) OPERATING SYSTEM: PC-DOS/MS-DOS
(D) SOFTWARE: patentIn Release #1.0, Version #1.25

(vi) CURRENT APPLICATION DATA:
(A) APPLICATION NUMBER :
(B) FILING DATE:
(C) CLASSIFICATION: us

3

=F
=
i

(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/420,009,
(B) FILING DATE: 11-APR-1995
(C) CLASSIFICATION: US

S

1 (vii) PRIOR APPLICATION DATA:

= (A) APPLICATION NUMBER: US 08/419,994
= (B) FILING DATE: 11-APR-1995

(c) CLASSIFICATION: US

f E

(vii) PRIOR APPLICATION DATA:
(B) APPLICATION NUMBER: Us 08/470,835
(B) FILING DATE: 06-JUN-1995
(c) CLASSIFICATION: US

(vii) PRIOR APPLICATION DATA:
(A) APPLICATION NUMBER: US 08/470,716
(B) FILING DATE: 06-JUN-1995
(C) CLASSIFICATION: US

(viii) ATTORNEY/AGENT INFORMATION:
(A) NAME: Remenick, James
(B) REGISTRATION NUMBER: 36,902
() REFERENCE/DOCKET NUMBER : 16865-0167

(1x) TELECOMMUNICATION INFORMATION:
() TELEPHONE: 202-639-7700
(B) TELEFAX: 202-639-7890
(2) INFORMATION FOR SEQ ID NO:1:
(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 15 base pairs
(B) TYPE: nucleic acid

-82-
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(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
(1i1) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:1:
TCGAGAACCT TGGCT 15
(2) INFORMATION FOR SEQ ID NO:2:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 18 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)

(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

32
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2:

i

CTACTAGGCT GCGTAGTC 18

(2) INFORMATION FOR SEQ ID NO:3:

Ep i

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

apan v
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(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3:
GATGATCCGA CGCATCAGAG CTC 23
(2) INFORMATION FOR SEQ ID NO:4:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
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(iid) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1) SEQUENCE DESCRIPTION: SEQ ID NO:4:
GATGATCCGA CGCATCAGAG CTT
(2) INFORMATION FOR SEQ ID NO:5:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 24 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS: single
(D) TOPOLOGY : linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ 1D NO:5:

GATGATCCGA CGCATCAGAG CTCT

&
3

(2) INFORMATION FOR SEQ ID NO:6:

st

E=
TS
H

& (i) SEQUENCE CHARACTERISTICS:

. (A) LENGTH: 24 base pairs
i@ (B) TYPE: nucleic acid

e (C) STRANDEDNESS: single
53 (D) TOPOLOGY: linear

Y (ii) MOLECULE TYPE: DNA (genomic)
%=

B (iii) HYPOTHETICAL: YES

!

EE

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6:
GATGATCCGA CGCATCAGAG TTCT
(2) INFORMATION FOR SEQ ID NO:7:
(i) SEQUENCE CHARACTERISTICS:
(p) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS: single
(D) TOPOLOGY : linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7:
GATGATCCGA CGCATCAGAG CTA
(2) INFORMATION FOR SEQ ID NO:8:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(Cc) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8:
GATGATCCGA CGCATCAGAG CCC
(2) INFORMATION FOR SEQ ID NO:9:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9:
GATGATCCGA CGCATCAGAG TTC
(2) INFORMATION FOR SEQ ID NO:10:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(BR) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:10:
GATGATCCGA CGCATCAGARA CTC

(2) INFORMATION FOR SEQ ID NO:11l:
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(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:11:
GATGATCCGA CGCATCAGAG ATC 23
(2) INFORMATION FOR SEQ ID NO:12:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

= (xi) SEQUENCE DESCRIPTION: SEQ ID NO:12:

!S GATGATCCGA CGCATCAGAT ATC 23
E; (2) INFORMATION FOR SEQ ID NO:13:

%2 (i) SEQUENCE CHARACTERISTICS:

5 (A) LENGTH: 23 base pairs

(B) TYPE: nucleic acid
() STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13:
GATGATCCGA CGCATCAGAT ATT 23
(2) INFORMATION FOR SEQ ID NO:14:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid

() STRANDEDNESS : single
(D) TOPOLOGY: linear
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(ii) MOLECULE TYPE: DNA (genowmic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14:
GATGATCCGA CGCATCAGCT GTG
(2) INFORMATION FOR SEQ ID NO:15:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

GATGATCCGA CGCATCACTC ARC

(2) INFORMATION FOR SEQ ID NO:16:

(i) SEQUENCE CHARACTERISTICS:
(p) LENGTH: 22 base pairs
(B) TYPE: nucleic acid

e

i (C) STRANDEDNESS: single

B (D) TOPOLOGY: linear

53

e (ii) MOLECULE TYPE: DNA (genomic)
8

(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16:

GATGATCCGA CGCATCAGAT GT
(2) INFORMATION FOR SEQ ID NO:17:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:17:
GATGATCCGA CGCATCAGCC TAG 23
(2) INFORMATION FOR SEQ ID NO:18:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:18:
GATGATCCGA CGCATCAGTC GAC 23
(2) INFORMATION FOR SEQ ID NO:19:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS : single
(D) TOPOLOGY: linear

. (ii) MOLECULE TYPE: DNA (gemomic)
(1ii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

1

o

o

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:19:
GATGATCCGA CGCATCACAG CTC 23
(2) INFORMATION FOR SEQ ID NO:20:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 23 base pairs
(B) TYPE: nucleic acid
() STRANDEDNESS : single
(D) TOPOLOGY : linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20:

GATGATCCGA CGCATCAAGG ccc 23
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(2) INFORMATION FOR SEQ ID NO:21:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 base pairs
(B) TYPE: nucleic acid
(<) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:21:
TTACACCGGA TCGAGCCGGG TCGATCTAG
(2) INFORMATION FOR SEQ ID NO:22:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 21 base pairs
(B) TYPE: nucleic acid
(c) STRANDEDNESS : single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22:
GGATCGACCG GGTCGATCTA G
(2) INFORMATION FOR SEQ ID NO:23:
(i) SEQUENCE CHARACTERISTICS:
(an) LENGTH: 29 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(ii1) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23:
AGCTGCCGGA TCGAGCCGGG TCGATCTAG
(2) INFORMATION FOR SEQ ID NO:24:
(i) SEQUENCE CHARACTERISTICS:

(a) LENGTH: 15 base pairs
(B) TYPE: nucleic acid
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(C) STRANDEDNESS : single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:24:

TCGAGAACCT TGGCT
(2) INFORMATION FOR SEQ ID NO:25:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 14 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

CCGGGTCGAT CTAG

% (2) INFORMATION FOR SEQ ID NO:26:

B

i (i) SEQUENCE CHARACTERISTICS:

E (A) LENGTH: 24 base pairs

E (B) TYPE: nucleic acid
(C) STRANDEDNESS: single

i

e

(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:26:

CCGGATCAAG CCGGGTCGAT CTAG
(2) INFORMATION FOR SEQ ID NO:27:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 19 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: DNA (genomic)
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(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27:

TCAAGCCGGG TCGATCTAG
(2) INFORMATION FOR SEQ ID NO:28:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 16 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

AGCCGGGTCG ATCTAG

(2) INFORMATION FOR SEQ ID NO:29:

(i) SEQUENCE CHARACTERISTICS:
() LENGTH: 16 base pairs
(B) TYPE: nucleic acid

=

. (C) STRANDEDNESS: single
= (D) TOPOLOGY: linear

i

= (ii) MOLECULE TYPE: DNA (genomic)
= (iii) HYPOTHETICAL: YES

G

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:29:

TAAAACGACG GCCAGG
(2) INFORMATION FOR SEQ ID NO:30:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 14 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY : linear
(i1) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30:

AABACGCGGC CAGG
(2) INFORMATION FOR SEQ ID NO:31:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 17 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: DNA (genomic)
(iii) HYPOTHETICAL: YES

(iv) ANTI-SENSE: NO

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:31:

GTAAAACGAC GGCCAGT
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